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Table 1. Metabolic trait data in 5-week old ZFP-TG and WT mice.

Sex Trait WT SEM n ZFP-TG SEM n 2-Way ANOVA
Genotype Sex Interactions

Males  Body Weight (g) 2039 022 66 1829 033 60 2.30E-09 <2.2e-16 N.S.
Length (mm) 86.54 0.68 35 86.04 0.86 23 0.04645 7.68E-05 N.S.

Body mass index (kg/m2) 2.71 038 29 2.60 0.22 27 N.S. 1.30E-11 N.S.

Fasting glucose (mg/dl) 103.57 3.59 30 83.22 460 23 1.02E-05 4.22E-05 N.S.

Fasting insulin (ng/ml) 0.41 0.07 19 0.14 0.02 9 0.000623 N.S. N.S.
HOMA-IR 3.07 0.68 19 0.83 015 9 1.87E-05 N.S. N.S.

Plasma beta-hydroxybutyrate (mg/dl) 1435 136 11 1990 1.28 9 0.0002121 N.S. N.S.

Plasma cholesterol (mg/dl) 100.73 3.21 11 98.00 3.98 9 N.S. 1.28E-07 N.S.

Plasma nonesterified fatty acids (mg/dl) 0.92 0.08 11 0.97 0.07 9 N.S. 0.02075 N.S.

Plasma triglycerides (mg/dl) 140.18 15.85 11 149.89 12.78 9 N.S. 8.01E-05 N.S.

Muscle triglycerides (mg/g tissue) 9.44 164 5 9.46 1.51 5 N.S N.S N.S

Females Body Weight (g) 16.70 0.18 48 1556 0.25 41  2.30E-09 <2.2e-16 N.S.
Length (mm) 84.48 0.48 27 82.05 0.60 19 0.04645 7.68E-05 N.S.

Body mass index (kg/m2) 2.36 039 25 230 1.04 17 N.S. 1.30E-11 N.S.

Fasting glucose (mg/dl) 86.00 410 28 64.06 481 17 1.02E-05 4.22E-05 N.S.

Fasting insulin (ng/ml) 0.39 0.06 16 0.23 0.07 11 0.000623 N.S. N.S.
HOMA-IR 2.46 0.38 16 0.98 0.27 11 1.87E-05 N.S. N.S.

Plasma beta-hydroxybutyrate (mg/dl) 16.46 146 10 23.25 191 10 0.0002121 N.S. N.S.

Plasma cholesterol (mg/dl) 7190 482 10 71.00 492 10 N.S. 1.28E-07 N.S.

Plasma nonesterified fatty acids (mg/dl) 1.46 030 10 1.46 0.25 10 N.S. 0.02075 N.S.

Plasma triglycerides (mg/dl) 85.80 6.80 10 9880 8.87 10 N.S. 8.01E-05 N.S.

Muscle triglycerides (mg/g tissue) 10.80 1.29 5 11.70 1.84 5 N.S. N.S. N.S.




Table 2. Metabolic trait data for CD- or HFD-fed 135-day old ZFP-TG and WT male mice.

Trait Diet 3-Way ANOVA
CD HFD Genotype Sex Diet Interactions
WT SEM n ZFPTG SEM n_ WT SEM n ZFP-TG SEM n pvalue
Body Weight (g) 29.09 050 18 2580 0.53 14 38.63 169 20 32.89 141 16 3.81E-06 <2.2e-16 9.08E-13 :‘ix(;D(;gtS
R . Sex:Diet
Total weight gained (g) 853 051 16 701 064 11 1836 142 20 1466 108 16 180603 411614 372616 70
Percent weight gained (%) 41.87 2.87 16 39.83 502 11 89.78 6.13 20 82.47 7.03 16 NS.  1.10E-08 1.73E-15 :‘ix(;D(;th
Percent fat mass (%) 17.91 092 14 17.62 1.08 10 2620 156 20 2327 175 16 N.S.  0.001773 3.62E-07 N.S.
Percent lean mass (%) 8209 092 14 8238 108 10 73.80 156 20 7673 175 16 NS.  0.01034 6.13E-08 N.S.
Perigonadal fat mass (g) 027 004 14 024 005 10 095 012 20 071 0.13 14 0034161 3.77E-08 7.08E-08 :‘ix(;D(;g;
i Sex:Diet
Inguinal fat mass (g) 016 003 14 015 002 10 060 008 20 043 007 14 0032657 52306 84209 ‘70
Length (mm) 98.94 0.62 19 9593 0.89 14 102.00 0.57 16 100.86 1.14 14 0.005326 0.002286 5.20E-08 Ge”pofyng'd
Genotype:Diet
Body mass index (kg/m2) 300 063 18 286 084 16 371 140 20 320 091 15 5.87E-06 <22e-16 4.46E-09 e”po_yggs '€
Fasting glucose (mg/dl) 96.71 4.98 18 8429 5.45 14 14585 851 20 132.69 855 16 2.256-02 0.01764 1.21E-09 Ge”pofyng'd
Fasting insulin (ng/ml) 034 006 8 023 006 7 044 011 10 035 007 9 NS N.S. N.S. N.S.
HOMA-IR 210 041 8 154 051 7 369 075 10 344 088 9 NS 001524 0.03014 N.S.
GTT AUC 38270 2719 8 32610 1851 7 43551 2636 10 34917 2343 9 0.0008729 8.31E-13 0.0078087 N.S.
Plasma beta-hydroxybutyrate (mg/dl) 2101 097 9 1721 169 9 1356 157 10 1250 152 9  NS.  0.011259 0.002899 N.S.
Plasma cholesterol (mg/dl) 12156 558 9 117.22 10.00 9 14570 14.37 10 12233 10.70 9 0.03804 2.24E-05  N.S. N.S.
Plasma nonesterified fatty acids (mg/dl)  138.00 9.99 9 113.44 10.19 9 117.40 11.84 10 97.33 7.37 9 N.S. N.S. N.S. N.S.
Plasma triglycerides (mg/dl) 107 003 9 111 006 9 090 005 10 1.09 0.12 8 0008887 2.06E-05 0.024818 N.S.




Table 3. Metabolic trait data for CD- or HFD-fed 135-day old ZFP-TG and WT female mice.

Trait Diet 3-Way ANOVA
CD HFD Genotype Sex Diet Interactions
WT SEM n ZFP-TG SEM n WT SEM n ZFP-TG SEM n p-value
:Di
Body Weight (g) 2233 067 14 19.58 050 11 2547 091 10 2370 091 13 3.81E06 <2.2e-16 9.08E-13 pS(iXO (;gts
. . Sex:Diet
Total weight gained (g) 470 046 10 421 042 11 886 061 13 801 0.65 13 1.80E-03 4.11E-14 3.72E-16 b <0.001
. . Sex:Diet
Percent weight gained (%) 3042 354 9 2769 358 10 5312 380 13 5193 465 13 NS 110808 173815 70
Percent fat mass (%) 16.67 038 10 1645 072 10 2148 146 10 1938 1.69 11  NS.  0.001773 3.62E-07 N.S.
Percent lean mass (%) 83.33 0.38 10 83,55 0.72 10 7753 1.62 10 79.23 1.72 11 N.S. 0.01034 6.13E-08 N.S.
Perigonadal fat mass (g) 011 001 10 010 001 10 024 006 9 022 006 10 0.034161 3.77E-08 7.08E-08 Sfx(;D(;g;
. Sex:Diet
Inguinal fat mass (g) 041 00110 010 001 10 023 004 9 021 004 10 0032657 523606 842600 70
Length (mm) 97.74 099 19 9427 073 11 99.00 0.60 14 98.88 11.60 16 0.005326 0.002286 5.20E-08 Ge”pofyg?)f'et
Body mass index (kg/m2) 231 053 11 224 077 11 269 076 14 243 068 16 587E-06 <2.2e-16 4.46E-09 Ge”pofygi)f'et
Fasting glucose (mg/dI) 104.71 7.66 14 74.00 6.43 11 113.62 7.95 13 11457 0.65 14 2.256-02 0.01764 1.21E-09 Ge”pofyggf'et
Fasting insulin (ng/ml) 026 006 9 031 007 7 027 005 9 022 006 8 NS N.S. N.S. N.S.
HOMA-IR 179 042 9 165 034 7 214 043 9 147 040 8 NS 001524 0.03014 N.S.
GTT AUC 24995 937 9 22145 1312 7 29168 2467 9 25336 803 8 0.0008729 8.31E-13 0.0078087 N.S.
Plasma beta-hydroxybutyrate (mg/dl) 2023 223 9 19.65 203 11 1772 151 10 1890 1.62 11  NS.  0.011259 0.002899 N.S.
Plasma cholesterol (mg/dl) 9544 506 9 9636 4.93 11 109.60 7.92 10 90.00 829 11 0.03804 2.24E-05  N.S. N.S.
Plasma nonesterified fatty acids (mg/dl) 96.78 6.67 9 91.64 3.62 11 90.70 6.89 10 8436 7.21 11 N.S. N.S. N.S. N.S.
Plasma triglycerides (mg/dl) 098 008 9 126 019 11 123 033 10 095 0.10 10 0.008887 2.06E-05 0.024818 N.S.
Muscle triglycerides (mg/g tissue) N.D. N.D. 12.18 226 4 1547 210 5 N.S. N.D. N.D. N.D.




